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E44G ,87S 
N8K N34fs15 S41fs15| K62X K67E 84Cfs3 [ 

MSKTLVQPVGQKRLTNVAVVRLKKQGNRFEIACYKNKVLSWRSGV-EKDIDEVLQSHTVYSNVSKGVLAKSKDLMKSFGSDDHTKICIDI 
MSK-IFTPTNQIRLTNVAIVRLKKGGKRFEIACYKNKVLSWRSNS-EKDIDEVLQTHTVFTNVSKGQAAKKDELQKAFNKTDETEICKEI 
MSKNIKTPTNQKVLTNVAVVRMKKTGKRFEIACYKNKVVNWRNKS-EKDIDEVLQTHTVFSNVSKGQLSKKEELIAAFGIEDQLEICKII 
MS--IFTPTNQIRLTNVAVVRMKRGGKRFEIACYKNKVVGWRSGV-EKDLDEVLQTHSVFVNVSKGQVAi«EDLISAFGTDDQTEICKQI 

MS--IFTPTNQIRLTNVAVVRMKKGGKRFEIACYKNKVMSWRTGA-EKDLDEVLQTPSVFINVSKGQTAKKDDLLKAFGTEDQTEICKQI 
MP— INQPSGQIKLTNVSLVRLKKARKRFEVACYQNKVQDYRKGI-BKDI.DEVLQiaQVFMNVSKGLVANKEDLQKCFGTTNVDDVIEEI 
MFTPLNQKKLVNV3IVTLKKFGRRYELAVYPNKLYEYRNGM-RTPLSEILQTDTIYRSVSKGEIARQGDLDLFCRT— HEEIVREI 
MVSLDEAVTARLKRGSKHFEVLVEPEGALAYKRGE-EVNLEDILAVETIFE DANRGDRAAESDILNSFETTDPFEI AAVI 
MISLDDAVTARLETHGERFEVLVDPDAALEMRRDEFDGELTDVIAARDVFENASRGDRPAESDLETVFGTTEPLEIIPEV 
MVSLEDAVIARLESHGERFEVLVDPDLAAEFRREDSDVSVEDVLAVQEVFRDARKGDKASEEAMRKVFETADPLEVTPVI 
MARVSLEDAVVARLEKGGERFEVLVDPEGARKFREGE-DVDVEEILAVEQVFRDARKGERASEQAMEELFGTSDPIKVAEIV 
MGRDIMVS LEE AVI ARYTSHGEKFEILVDPYLAAKLKEGQ-NVDFDELLAIEVVFRDASKGEKAPE ELLS KI FGTTDVKEIAKKI 
MVSLDKAVIARLRKGGEEFEVLVDPYLARDLKEGK-EVN FEDLLAAEEVFKDAKKGERAS VDELRKI FGTDDVFEIARKI 
MPIS VDKAVI ARLKVHGETFEILVDPYLARDFKEGK-EVPIEEILATPYVFKDAHKGDKASEKEMEKI FGTSDPYEVAKII 
MVKVEDAIVARLESHGYHFEILVDPDAIERIRKGN — IDIENDLAFPEVYKDVRKGEKASDDSLKEAFKTTVIAQVAIEI 
MTKKVAVAKLDKGGEHFEILIDPDAALELKMGK- PLGIDKVLVHEEI YKDAKKGLRASEQALKKVFGTTDVRKIAEII 
MTKERDYVI VKYESHGERFEILAKPKEALAFRSGK-SISLSDVVVSDTI YKDVKKGLKASPASLKKVFGTTDFETIVKEI 
MAWMEVRGKRFEILVRPELAFRYKEKG-DVDLEDVLWTDTI YRDVRKGLKASPEEVKKAFGTSDPRRVAEKI 



D97 K98delinsEVQVS R126T R1^9C 

Ath LEKGELQVAGKERESQFSSQFRDIATIVMQKTINPETQ-RPYTISMVERLMHEIHFAVDPHSNSKKQALDVIRELQKH FPIKRSPMRL 

Dme LSKGELQVSEKERQSCLDTQLNSI VNSVAALCVNPETR-RPYPASIIEKSLKDAHFSVKMNRNTKQNTLEAIKILKDH MPIERSRMKL 

Cel LDKGDLQVSEKERQAASDQSLKEVSQLIASMVVNPETK-RPVPPSVIDKALQEMHFSLKPNRSSKQQALDAIPKLRET— LKIERAKMKI 

Mmu LTKGEVQVSDKERHTQLEQMFRDI ATIVADKCVNPETK-RPYTVILIERAMKDIHYSVKPNKSTKQQALEVIKQLKEK--MKIERAHMRL 

Hsa LTKGEVQVSH^RHSQLEQMFRDXATIVADKCVHPE^ 

Ola LAKGELQVSDKERQTQLETMFRDIATTVADKCVNPETK-RPYPVSMIERAMKDIHYSVKPNKSTKQQALEVIRQLKET— MEIQRAHMRL 

See MHKGEIQLSEKERQLMLNKVNNEMLTIVSAKCIKPVSK-KRYPPTMIHBCALQELKFSPVINKPAKLQALEAIKLLVSKQIIPIVRAKMKV 

Ecu LDCGYEQKSEATRVYEQEKTEREIVQILRNKVTRGGRH LSEASLREAIGKVHN--IYVGNSKKQSQEILSKLEKMG— ---"FDRVGV 

Mac LKSGELQLTAEQRKRMLEEKKKKVIYTISRNAINPQTR-APHPPARIERAMEEAKVHIDPLKSVDQLVTITMKAIRPL--piRFEEINI 

Hnr IGQGEIQITADQREAMQQRKKRSLINTISRNAINPQMDGAPHPPDRIESALDEAGFTVDPMTPADEQVDDALEALRPV--IPIRFEEMTV 

Mka IKEGEIQLTAEQRRRMQEEVKRKIIHIIARRAVDPRTG-APHPPERIERAMEEAGVHIDPMKSAEEQVKDVIKQLRPV— LPMKFEEVKV 

Mia ILKGQVQLTAKQREEIREQKKRQIITIISRNTINPQTD-TPHPPHRIEKAMEELRINIDIYKSAEEQVPEIVKKLKKV— LPIRFEKRDI 

Afu ILEGEVQITAEQRREMLEAKRKQIINFISRNTI DPRTN-APHPPSRIERALEEAKVHIDIFKSVEAQVKDIVKALKPI LPLKFBEMEI 

Pab LRKGEVQLTAQQRREMLEEKKRQI ATIIRRHAVDPRTG-YPHPVDRILRAMEEVGVRVDIFKDAEAQVQDVIKAIRRI LPLRIEMKVI 

Tac VKKGQIQLTTEQRREMYDERRKQIVNLIAREGINPQTN-TPHTPYRISQAMDEAKVKIDPLKPAEDQVQNVLKAIMPI--IPIRLEKAKI 

Pae IKEGEIPLTAEQRRKLIEDKKRQIVEWISRNCIDVRTK-TPVPPQRVENALEQARVSIDPFKS VEEQVQEVLKEIQRI IPIKVATARV 

Sso LLKGELPVTAEQRKEMLETKRKQIIDFIHRNAVDPKTN-LPIPPTRLEMAMEQARIQIDLNKDVEAQAMQIVKEISKI— IPIKIARALL 

Ape LKEGEIQLTEEQRRRLLEAKRRQIISYIARNAIDPTTG-RPIPEARIEAALEEVRFPINLWRDAESQAVEAVRLIARV— MPIRLARALL 
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I126T 

RLTVPVGNFP-SLLEKLKEWDGSVVSKDES — GTQMSTVCEMEPGLFRECDSHVRSIQ GRLEILAVS VHAEGDTSMDHYDEHDDMAL 

RLIVPGQNFH-SLCEKLNEWGATIVSKDES — GTQLSVICE1EPGLFRECDSLVRNLQ— GRLEILSVSVHAEGDTQVDNYDD-EDISS 
GLTVSGQNFS-TLLEKLGAWDANVVSKDES— GSRQSIICEMDPGFFRDCDALVRNLQ — GRLEILAVS VHFEEDTHVDDYDDYEDVAS 
RVSFAGKEGGGKLKESVVKLANAVEHEEWD— EATLHLTLLIDPGQYRVIDELVRNETKGKGLLELLELKEVVESEELF 
RVAIPTKEAK-SVHTKLKTLFSDVEVDDWQ — DGSLEMVGLIEPGSFRALDDLVRNETKGHGRLEILSLKDVVEGELQIS 
RFILPVNEGK-KLKEKLKPLMKVVESEDYS— QQ-LEIVCLIDPGCFREI DELIKKETKGRGSLEVLSLKDVEEGDEKFE 
RFILPV1JEGK-KLKEKLKPLIKVIESEDYG--QQ-LEIVCLE3DPGCFREIDELIKKETKGKGSLEVLNI.KDVEEGDEKFB 
RLQLPAKEAK-RLKEKLKPLLQVVESEEFD— EE-LEMICLVDPGCFREIDELIRCETKGRGSLEVLSLKDVEEGEEKM 
KVAISEPSRQPELIEKISKLIASSPGESTKPELDPWTCTGLIDPVNYRDLMTLCDK— KG— TVQVLDMAVIDNTTHN 

RVSVEMS DKVAEFVKQNGEIHDG YVMIRSDCFPRFKDMCEKEKVR — YLILRREEPEDEE1C 

AVKIPPEYAP-KAYGDISKV-GTITKEEWQG-DGSWIAVVRIPAGVQTDFYALINHLTKGEAQTKLL 
AVQLPADYAG-SGQAKLREF-GELEREEWQA-DGSWVGVITFPAGMQDEFYGRVNEVSEGNGETSVVKDKDELKTR 
A1RIPAKYTG-QAMGVVREF-GDIEREEWQY-DGAWVAVVRLPAGLQDEFFEKLNEITKGDFESKILE-RES VEGP 
AVKIPAEFAS-KAYNALYQF-GAVKQEEWQP-DGSLIVLIEIPSGIEAEFYAHLNKITKGNVQTKVVKKYSE 
AIK1PPEHTG-RAISALYNF-GGVTREEWQR- DGSWICVMRIPSGMYGDLMDLLGKVAKGEALTKVLRRIG 
AVKIPSEYVG-RAYGEVRKF-GRIKKEEWAS-DGSWLFLIEIPGGVEEEFYEKLNALTKGNAQTKLIERKGL 
AVKLIGDAYG-KLYGELAKS-GYM— KEEWGK-DGSWMGILEVPAGIQGDI IENLSRRGGDKVQIKILKQ 
ALAVSSTYAQ-RVKGLVAKM-AKIVNERYKS-DGSWEALLELPAGLQDVLIARVNDVTHGDADIRILEIVY 
SIKVPSEYSS-KVKSQLHNL-GEVKKANWLE-DGTLLAELEI PAGAQQDV1DKLNSLTKGEVEVKVLQVR 
EVKIPPPHSG-RAYQALMRM— GEVKKADWLP-DGSLKAELEIPAGAQVEVTSRIQALARGAAEVKVKKVA 



Ath QTHKPLLPAETET — KDLTDPVVELSKKLQKQEISTTDNIKQEGGEEKKGTKCSTCNTFVGEAKQYREHCKSDWHKHNLKRKTRKLPPIS 
Gar+ QLPKDSAESASSRLPPESSDSVIQLSEKIQKHTIY— SGNGNAEGEAKQ-HKCSTCNAFVGDSKQYRDHFRSEWHKHNLKRKTRQLPPLT 
Pba+ ALPK ESTDSAVQLSEKIQKQTLS — DEK'-KAGAEVK Q-NKCSTCNVSVGDAKQF 

U1 -like zinc finger 



Ath ADECMSEI DMDDSRADLKDYSF 
Gar+ AEECLADVELSDSKTDLQDYSF 
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SBDS cDNA Sequence XD NO: 1 

-184 gtaagtaagc ctgccagaca cactgtgacg gctgcctgaa gctagtgagt cgcggcgccg 
-124 cgcactggtg gttgggtcag tgccgcgcgc cgatcggtcg ttaccgcgag gcgctggtgg 
-64 ccttcaggct ggacggcgcg ggtcagccct ggttcgccgg cttctgggtc tttgaacagc 
-4 cgcgATGTCG ATCTTCACCC CCACCAACCA GATCCGCCTA ACCAATGTGG CCGTGGTACG 
+57 GATGAAGCGT GCCGGGAAGC GCTTCGAAAT CGCCTGCTAC AAAAACAAGG TCGTCGG CTG 
+117 GCGGAGCGGC GTGGAAAAAG ACCTCGATGA AGTTCTGCAG ACCCACTCAG TGTTTGTAAA 
+177 TGTTTCTAAA GGTCAGGTTG CCAAAAAGGA AGATCTCATC AGTGCGTTTG GAACAGATGA 
+237 CCAAACTGAA ATCTGTAAGC AGATTTTGAC TAAAGGAGAA GTTCAAGTAT CAGATAAAGA 
+297 AAGACACACA CAACTGGAGC AGATGTTTAG GGACATTGCA ACTATTGTGG CAGACAAATG 
+357 TGTGAATCCT GAAACAAAGA GACCATACAC CGTGATCCTT ATTGAGAGAG CCATGAAGGA 
+417 CATCCACTAT TCGGTGAAAA CCAACAAGAG TACAAAACAG CAGGCTTTGG AAGTGATAAA 
+477 GCAGTTAAAA GAGAAAATGA AGATAGAACG TGCTCACATG AGGCTTCGGT TCATCCTTCC 
+537 AGTCAATGAA GGCAAGAAGC TGAAAGAAAA GCTCAAGCCA CTGATCAAGG TCATAGAAAG 
+597 TGAAGATTAT GGCCAACAGT TAGAAATCGT ATGTCTGATT GACCCGGGCT GCTTCCGAGA 
+657 AATTGATGAG CTAATAAAAA AGGAAACTAA AGGCAAAGGT TCTTTGGAAG TACTCAATCT 
+717 GAAAGATGTA GAAGAAGGAG ATGAGAAATT TGAAtgacac ccatcaatct cttcacctct 
+777 aaaacactaa agtgtttccg tttccgacgg cactgtttca tgtctgtggt ctgccaaata 
+837 cttgcttaaa ctatttgaca ttttctactt tgtgttaaca gtggacacag caaggctttc 
+897 ctacataagt ataataatgt gggaatgatt tggttttaat tataaactgg ggtctaaatc 
+957 ctaaagcaaa attgaaactc caagatgcaa agtccagagt ggcattttgc tactctgtct 
+1017 catgccttga tagctttcca aaatgaaagt tacttgaggc agctcttgtg ggtgaaaagt 
+1077 tatttgtaca gtagagtaag attattaggg gtatgtctat acaacaaaag ggggggtctt 
+1137 tcctaaaaaa gaaaacatat gatgcttcat ttctacttaa tggaacttgt gttctgaggg 
+1197 tcattatggt atcgtaatgt aaagcttgga tgatgttcct gattatctga gaaacagata 
+1257 tagaaaaatt gtgccggact tacctttcat tgaacatgct gccataactt agattattct 
+1317 tggttaaaaa ataaaagtca cttatttcta attcttaaag tttataatat atattaatat 
+1397 agctaaaatt gtatgtaatc aataaaacca ctcttatgtt tatt 



SBDS Amino Acid Sequence ID NO: 2 

1 MSIFTPTNQI RliTNVAWRM KRAGKRFEIA CYKNKWGWR SGVEKDLDEV LQTHSVFVNV 

61 SKGQVAKKED LISAFGTDDQ TEICKQILTK GEVQVSDKER HTQLEQMFRD IATIVADKCV 

121 NPETKRPYTV ILIERAMKDI HYSVKTNKST KQQALEVTKQ LKEKMKIERA HMRDRFILPV 

181 NEGKKLKEKL KPLIKVIESE DYGQQIiEIVC LIDPGCFREI DELI KKETKG KGSLEVLNLK 
241 DVEEGDEKFE 
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SBDS Exon 1: 



SBDS 
SBDSP 

MOSBDS 



Primer A (SDCR9xlBF) -> 

gccrtaaaaaqccacaatac gcacrgcgt 

in iiimiiini iiiiiiiii 

gcggtaaaagccacaatgcgcaggcgt 

i ill in 

aacgacccgccttcctttgaggtgcct 



Primer Q (RTSDCR91P) 

-184 
I 

SBDS catcgctcacttttcccctcccggcttctgctccacctgacgcctgcgcagtaagtaagc 

IIIIIIIII III II 1 1 II II I II I II III llllll I IIIIIIIII Mill MM Mill 

SBDSP catcgctcacttctcccctcccggcttctgctccacctgacgcctgcgcagtaagtaagc 

| || I I I I I II IN 

MUSBDS gggtggaactagagggcgtaaaaagtcacggcgcgcaggcgtggttgctttcttatcggc 



SBDS cfcaccaqacacac tcrtcfacggctgcctgaagctagtgagtcgcggcgccgcgcactggtg 

Mlllllllll Mill MIMIMIIIMMIMIMMMIMMIMIMII III 

SBDSP ctgccagacacgctgtggcggctgcctgaagctagtgagtcgcggcgccgcgcacttgtg 

|| | II I III I I 1 I I III I II I 

MUSBDS ctagtgcgccacttgacgcatgtgcagtagggcaatcgggcgtgcggtagcttcttccct 



SBDS qttqggtcagtgccgcgcgccgatcggtcgttaccgcgaggcgctggtggccttcaggct 

infill iiiiiiiii iiiiii iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

SBDSP gttgggtcagtgccgcgcgccgctcggtcgttaccgcgaggcgctggtggccttcaggct 

I I III I I II II I I IN I Ml II 

MUSBDS ggtaggttccggaagagccgcgcactccttgggcgttaagggttcgcgcgccgcagggtc 



M 



SBDS ggacggcgcgggtcagccctggttcgccggcttctgggtctttgaacagccgcgATGTCG 

llllll Mill I INI I II I MM MINI INI II I II 1 1 III III 1 1 II IN I IN I 

SBDSP ggacggcgcgggtcagccctggtttgccggcttctgggtctt 

MUSBDS gtttcagccgagcacttggcgtcccctcgagctcgagatctgtgaacagccaccATGTCG 



M S 



WO 2004/020658 



PCT/CA2003/001320 



7/22 



F T 



T N Q 



R 



N 



V 



M K . R 



SBDS ATCTTCAC C C CCACCAAC CAG AT C CGC CT AAC CAATGTGG C CGTGGT ACGGATGAAG CGT 

| | t I 1 I I 1 I 1 I I 1 I 1 I 1 f I 1 I 1 I I I 1 I I I I I 1 I 1 I 1 1 1 I I I I 1 1 I 1 ■ I I I 1 i * I 1 1 i < ■ 
SBDSP atcttcacccccaccaaccagatccgcctaaccaatgtggccgtggtacggatgaagcgc 

III MM Ml MINI Mill Ml II M MUM MINIMI 1 1 MM I II Ml I 

MUSBDS ATCTTCACCCCCACCAACCAGATCCGACTGACCAATGTGGCCGTGGTGCGGATGAAGCGG 



T N Q 



RLTNVAVVRM 



A G K R F 



K N K V V G W 



S 



SBDS GCCGGGAAGCGCTTCGAAATCGCCTGCTACAAAAACAAGGTCGTCGGCTGGCGGAGCGGC 

Ml Ml Ml I II MM 1 1 1 1 1 1 1 1 1 1 1 1 1 1 MM III MUM MINIM II Mill 

SBDSP gccaggaagcgcttcgaaatcgcctgctacagaaacaaggtcgtcggctggcggagcggc 

T imiiiiiiiiiiiiiiiiiiiin i iiiiiiiiiiiiiiiiiniiiii in 

MUSBDS GGAGGGAAGCGCTTCGAAATCGCCTGCTATAAAAACAAGGTCGTCGGCTGGCGGAGTGGC 



G G K R F E 



CYKNKVVGW 



S 



128 



SBDS GTgtgagtagccccctccctcgggcctgggcctgggcctgagccgtcacctccgaggcgg 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiini 

SBDSP ttgtgagtagccccctccctcgggcctgggcctgggcctgagccgtcacctccgaggcgg 

1 1 Hill II M I II M II II I Ml I I 

MUSBDS GTgtgagtaatcctgtgcccagagttcggcggcctggcctccctaaccccggctcctgcg 



SBDS cctgtctctgcccaagtcgagtgaatgggccaggctggggtgtt ggccggggagga 

II 1 1 1 1 1 M ' 1 1 : 1 1 1 1 1 1 1 1 1 1 : 1 1 1 1 '. 1 1 1 1 : 1 i 1 1 . 1 1 Mil Mill I 

SBDSP cctgtctctgcccaagtcgagtgaatgggccaggctggggtgtttgttggcccgggagga 

| II I I II I II I M II 

MUSBDS acccatcggtacctttcaggcctggtttacccgattcggattgggttctgctttgggatt 



SBDS aatggaacattcctgctgtgagcatgagacgtcgctgtccgagcttggcgcctaagccaa 

II 1 1 1 1 II II II II II 1 1 1 II M I II 1 1 II II 1 1 1 1 II II II II 1 1 1 1 II II II 1 1 M II 

SBDSP aatggaacattcctgctgtgagcatgagacgtcgctgtccgagcttggcgcctaagccaa 

in n '1111111111 I 

MUSBDS ttgttagtatcataaaaactgccaactacaaacgccatcagagccgggtgggaccgatgg 



<r SDCR9aclseqRev 

SBDS craatttct tctttatttagttcyattccrcr attqgcTttgttggtttggggttttgttttgtt 

. I Nil II II I III MM I IN II III II I II III III Ml I Mill Ml III I Ml 

SBDSP gggtttctt tatttggttggttccgattgggttgttggtttggggttttgttttgtt 

I I I I I I I i I I I III 
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MUSBDS tttaggcctgtaatcccagcgcccaggaaactgaggcaggaggattgctgcgatttccag 



SBDS ggtgtcataaaagctgcagccaagaaatctcgtaattgtggtccttttcctagaataatg 

lllllllllllllllllllllllllllllll UIIIIIIIIIIIIIIIIIIIIIIMII 

SBDSP ggtgtcataaaagctgcagccaagaaatctcataattgtggtccttttcctagaataatg 

I || II II I Ml UN I M 

MUSBDS gccagcctggaacgtgtgtgtgtgtgtatgtgtatgtgtgtgttgtgtgtgtgtatgtgt 

4- Primer B (SDCR9xlBR) 

SBDS ahgcrctaaaa acctaqtcttacaaatact crtcataq 

lllllllllllllllll ll llllllliilllill 

SBDSP atggctgagaacctagtgttccgaatactgtcatag 

in ii i ii i 

MUSBDS atgtgtgtgtgagagagaccgtgaccgaccctgtac 



SBDS Exon 2: 



Primer E (SDCR9x2BF) 

SBDS aaataataaaacaaataccra ttctcraattttgaaaatgttccctcaggccgatgcgggca 

II 1 1 Mil TTl 1 1 1 1 1 1 mimimmmmimmmmmmmimimmimi 

SBDSP aaatggtagggcaaatacagttctgagttttgaaaatgttccctcaggccgatgcgggca 

i ii i in i ii i i ii 

MUSBDS gtagtgtcttcgctactgccatctagggacagatattccaggacagaagaaacaccactc 



SBDS cyttcacttgaggccaggagttcgaggccagcctggccaacatgaaaccccatctctacta 

. I 1 1 1 1 Ml 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1. 1 1 1 1 1 1 1 1 1 1 1 1 

SBDSP gatcacttgaggccaggagttcgaggccagcctggccaacatgaaacaccatctctacta 

| II 111 I III I 

MUSBDS cccaccacaccctgagtttccttacataaaacaatgatgtagtttttccctctgtggtga 



SBDS aaaatacaaagttagccgggtgtggtggcgcatgcctgtaatcccagttactcaggaggc 

f 1 1 1 1 1 1 1 1 1 MIMMIMIMMIMMMMMMIIIIIIII llllllllllll 

SBDSP aaaatacaaaattagccgggtgtggtggcgcatgcctgtaatcccagctactcaggaggc 

I II II I II' I I I II 

MUSBDS agtgggagaatccagatactgtccttcgcaggtagccaccagagagagagtgtggtgtgt 



SBDS tgaggcgggagaatcacttgaacccgggaggctgaggttacagtgacccgagatcgcgcc 

HUM lllllllllllllllllllllllll II Ml MUM MMIIMIMM 

SBDSP tgaggcaggagaatcacttgaacccgggaggcggacgttgcagtgagccgagatcgcgcc 

I I MM I I I MM II I 

MUSBDS gtgtgtgtgagatttctctttttttttttctttagggtttttgttttgtttttttttgtt 



WO 2004/020658 



9/22 



PCT/CA2003/001320 



SBDS 



SBDSP 



MUSBDS 



attgcactccagcctgggcaaaaacagtgaaattccatctaggggcgggggttggggggt 

iiiiimmiiiiiiimiiiiiiiiiiiiimiiii iiiiiii linn 

attgcactccagcctgggcaaaaacagtgaaattccatctaagggcggg gggggg- 

I I Mill II HI 

ttgtttggttttttttttttttttttttgagactggcctcaaactcccaatttccctgcc 



Primer C (SDCR9/SDCR9Lx2) -> 
SBDS aagaaaaagaaaactgccctctacactaaaggtcatcagggggatttgttgtgtct^cc 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

SBDSP R o a a a Phjrrrhrtara r.ha aaggtcatcaaaaaaat t tcrttqtqtct tqcc 

MUSBDS tctgcctcctaaatggtgagttacagatgtgcacatcacacccagcttgcagcacttgcc 



SBDS 



SBDSP 



MUSBDS 



Primer 0 (SDCR9/SDCR9I*x2-3F) 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiniiiiiiiiii 

II I lllllll llll II lllllllll I II II I I I I 

atttctcttgttgctatcttgtgtttaaatgtgagtggattttcttactatccagtggat 



129 
I 

V E K 



D L 



V 



SBDS cacataggactttctctcctgccctcacaagGGAAAAAGACCTCGATGAAGTTCTGCAGA 

MMMIMIMMMMIMMMMMMMMMMMIHIMMMMMIMI 

SBDSP cacatagqactttctctcctgccctcacaagggaaaaagaccttgatgaagttctgcaga 

1 1 lllllllll III Mill I I.IIII 1 1 II MM I Ml I III II Ml I II Mill Ml 

MUSBDS cacataggactttctctcctgccctttcaagGGAAAAAGACCTTGATGAA.GTTCTGCAGA 



VEKDLDEVLQ 



HSVFVNVSKGQV 



K K 



D L 



SBDS ^c^TCAGTGTTTGTAAATGTTTCTAAAGGTC^GGTTGCCAAAAAGGAAGATCTCATC^ 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

SBDSP cccactcagtgtttgtaaatgtttcctaaggtcaggttgccaagaaggaagatctcatca 

1 1 1 1 i ii iinii inn i ii in in mm inn m imiiii mini 

MUSBDS CCCATTCAGTGTTTGTAAATGTTTCCAAAGGTCAGGTTGCCAAGAAGGAAGACCTCATCA 



H S 



FVNVS KGQVAKKE 



258 
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SAFGTDDQTEICKQ 



SBDS GTGCGTTTGGAACAGATGACCAAACTGAAATCTGTAAGCAGgtgggtaacagctgcagca 

' III! 1 1 MM Ml 1 1! II I II I III II III IIIMI Mill I lllllllllllllllll 

SBDSP gtgcgtttggaacagatgaccaaactgaaatctgtaagcaggcgggtaacagctgcagca 

Mil Mill Mill Mill IMIMIMM llllllll III I I III 

MUSBDS GTGCATTTGGGACAGACGACCAGACTGAAATCT 

S A P G T D D Q T I I C K~ Q 



SBDS tagctaaccctaataaccatttataacgtatttgtagatatattaaacattaaa'ggctgt 

MIMMMIIIMMMMMIMMIMMIMIMIIilMIMIIIIIIIIIIIII 

SBDSP tagctaaccctaataaccatttataacgtatttgtagatatattaaacattaaaggctgt 

ii i 1 1 1 1 i i ii ii i 

MUSBDS atgtaacaaaatctcacgatggtaggcaacatctggaccactgtgtttactgtttttctt 



4- Primer D (SDCR9/SDCR9Lx2R) 

SBDS ' ttttctggaggaaag actaaccaagcaataatgtgaactgcacagtgtcacttctaataa 

IIIMlTlllllllllllllllllllllllllllllllllllll I lllllllllllll 

SBDSP ttttctggaggaaag actaaccaagcaataatgtgaactgcacaatatcacttctaataa 

I I I I II I II III 

MUSBDS gatgagtttttgttgttttagcatttgttgggtccctcccacctccagtttatattgttg 



«- Primer P (SDCR9x2BR) 

SBDS taaagaacttggt 

lllllllllllll 

SBDSP taaagaacttggt 

I II 

MUSBDS ggcaat t tgggga - — 



SBDS Exon 3: 

Primer G (SDCR9x3BF) SDCR9x3CF 

SBDS gctcaaaccattacttacatattga tagctggagaggatgaaatttaattttctctccat 

1 1 1 1 1 1 1 ii i ii 1 1 1 1 1 1 ii i ii 1 1 1 1 1 1 ii ii 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 in 

SBDSP gctcaaaccattacttacatattaatagctggagaggatgaaatttaattttctcccca- 

ii i i i i i ii i I I 

MUSBDS tgtaagctgctgctgggttaaggcagcacgtggttctgcgtgagcagctgcagtggacgc 



SBDS c^agttactcattttttatggttagttaataaatagtgtgtgatagagaaagatagtgat 
I I I | | | | | || | I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
SBDSP - - - gt tact cat ttt t tgt cgt tagt taataaat agtgtgtgatagagaaagat agtgat 
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I II I II H 

MUSBDS cgcctcccttcctccccgctacctacctgtgcagtagagagatacccagaactgatgagg 



259 
I 

I Ij T K G 



V Q 



SBDS ttcttaaatgtgttggcatttttttagATTTTGACTAAAGGAGAAGTTCAAGTATCAGAT 

| | I I I I I I t 1 I I 1 I I I 1 I I 1 1 1 I 1 1 1 I I 1 I I I I 1 1 I I i 1 I I I I I I 1 I 1 1 I I I 1 I I I I I E 
SBDSP ttcttaactgtgttggcatttttttagattttgactaaaggagaagttcaagtatcagat 

II Mill Mill II II INI I II I II III Ml MM II I II III I 

MUSBDS gctttctctatgttctgccatctttagATTTTGACTAAAGGAGAAGTTCAAGTGTCAGAT 



I I* T K G 



V Q V S D 



Primer T (RTSDCR93F) -» 

KERHTQIjEQMFRD iativad 



SBDS AAAGAAAGA^CAC^Ci^ACTGGAGCAGATGTTTAGGGACATTGCAACTATTGTGGCAGAC 

~" mn i m 1 1 1 1 1 1 1 1 m m 1 1 ii 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 m niiiiiiiiiii 

SBDSP aaaga cacacacaactggagcagatgtttagggacattgcaattattgtggcagac 

I II 1 1 1 I I II II II I I II I M II II I II II I II II II II II II I M M II I II 

MUSBDS AAAGAACGGCACACACAGCTGGAGCAGATGTTTAGGGATATCGCCACCATTGTGGCAGAC 



RHTQLEQMFRD IATIVAD 



VNPETKRP YTV.ILIERAM 



SBDS AAATGTGTGAATCCTGAAACAAAGAGACCATACACCGTGATCCTTATTGAGAGAGCCATG 

|| 1 1 II II M II 1 1 II M II I M M II 1 1 1 II I II 1 1 II II II M 1 1 1 1 M I II II 1 1 1 

SBDSP aaatgtgtgactcctgaaacaaagagaccatacaccgtgatccttattgagagagccatg 

II 1 1 Ml I II II MIMMMIMM MM MM Mill II Ml II I II MM 

MUSBDS AAGTGTGTGAACCCAGAAAC^^GAGACCTTACACCGTTATCCTCATCGAGAGAGCCATG 



CVNPETKRPY.TVILIERAM 



459 

<r Primer S (RTSDCR93R) | 
KDIHYSVKTNKSTKQQ 



SBDS a ATgCAC TATTCGGTGAAAACCAACAA GAGTACAAAACAGGAGgtgagtgg 1 1 1 c 

Mill Mill I Mill I Ml I Ml II Ml I 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 

SBDSP aaggacatccactatttggtgaaaaccaacaggagtacaaaacagcaggtgagtggtctc 

Mill Mill MIMIMM Ml I MM MM I Mill II Mill II I II 

MUSBDS AAGGACATCCACTACTCCGTGAAACCCAACAAGAGCACAAAGGAACAGgtaagggttcct 



KDIHYSVKPNKSTKQQ 



<- Primer P (SDCR9/SDCR9Lx2-3R) 
SBDS tcat atcatcaaaatataqccatcrcra aatcaattttctctqaagaaatcattaaaataat 

1 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 

SBDSP tcat atcatcaaaat ata gccatcrqa aatcaattttctctcraacraaatcattaaaataat 

I WW II I n I I I I I II ii 
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• MDSBDS tgttgtcctcgggacctaaggccatggaagtgcctgatgcgcctgcctccctatctctgg 



SBDS gggtctggggccaggcacaatggttcatgcctgtaatcctagcactttgggagccaagat 

II I III ill II III III I MM 1 1 llll II I II II MM Mill I MM II I III II I 

SBDSP gggtctggggccaggcacaatggttcatacccgtaatcctagcactttgggagccaagat 

I I II Mill I II II ' I M I II 

MUSBDS - tgctggggtcagcagcacacacttccaggctgcctggctgtgctggtgctcatcattctg 



SBDS gggaggattgcttgaggcctggaaacagcctgggaaacatagggacgccccatctctaaa 

Ml I Ml 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1'l 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 II I 

SBDSP gggaggattgcttgaggcctggaaacagcctgggaaacatagggacgccccatctctaaa 

III II III I I I Ml I I I IM' 

MUSBDS agcagaccctctcccggctgagccatacccttagctgctgctcctcagtgfcgacggaaca 



SBDS ttttttttttt tttttt tgagacagagtcttactctattgcccaggctg 

lllllll III llllll 1 1 1 1 1 1 1 1 1 1 1 1 III 1 1 1 1 i 1 1 1 E 1 1 1 1 

SBDSP tfctttttgtttattgttgtttttttgtttgagacagagtcgcactgtgttgcccaggctg 

| I I I I I I I II I 

MUSBDS caaatacacacagaactctttttgtttgtttgtttgtttgggggtttttttttttttttt 



SBDS gagtgcagtagtatgatctcggctcac-tacaatctccacctcccgcgttcaagcaagtc 

I Ml Ml II I I III I II II Mill MIIMIMMMMIIMMMIIMIMM 

SBDSP gagtgcagtggcacgatctcggctcacttacaatctccacctcccgcgttcaagcaagtc 

I I Ml II llll III II 

MUSBDS ttagttttgtttttggtctttcgagacagggtttctctgtattgccctggctgtcctgga 



SBDS tcctgcctcagcctcctgagtagctgggattataggcacgtgccaccacactcagctaat 

Ml MM MM I MM II 1 1 1 1 1 1 1 II 1 1 II II II II I II III I III I I III llll 

SBDSP tcctgcctcagcctcccaagtagctgggattataggcacgcgccaccacacccagctaat 

I II II I I II II II I Ml I III 

MUSBDS actcgctctgtagcccaggctggcctcgaactcagaaatccgcctgcctctgcctcccaa 



SBDS tttg-tatttttagtagagttgaggtttcaccatgttggccaggctggtcttgaactcct 

MM 1 1 III II I II II I II I II Mill II llll Mill III MM I III II III llll 

SBDSP tttgttatttttagtagagttgaggttttaccatgttggccaggctggtcttgaactcct 

I II I I llll II I II 

MUSBDS gtgctgggattaaaggcgtgggccaccacacctggctcatacagaactcttatttcctgc 



SBDS gaccctaggtgatccgtccgccttggcctcccaaagtgctgggattacaggcatcagcta 

.MM IIIIIIMIIIMIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

SBDSP gacctcaggtgatccgtccgccttggcctcccaaagtgctgggattacaggcatcagcta 
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III I I I I III 

MUSBDS ccagctcaaacctttaaagagaaagcttggactttgagtcacctgagcccttttgctgtt 



SBDS ccotaccctacctctaaattttttaatataaaaaattaaatttaaaaaaatgggtctgca 

nmi minimi inininiiiniimim milium in mi 

SBDSP ccgtaccctacctctaatttttttaatataaaaaattaaatttaaaaaaatgggtttgca 

I II I I I I II II Ml 

MUSBDS tgtgtttattaacatatttcctacagctcagccctgtcacgccagccattctgctggcct 



Primer H (SDCR9x3BR) 
SBDS tgqaaacaaqtg 

llllllllllll 

SBDSP tggaagcaagtg 

I I I I I 
MUSBDS ggattccaagca 



SBDS Exon 4: 



Primer I (SDCR9x4CF) -> 

SBDS aaaggqtcatifcttaacacttc tttttcraattttttaatttatatataattcacataccat 

n i ii ii i ii i n i n n ii i iiiiiiiiiiii Mini in nun mi ii n 

SBDSP aaagggtcattttaacacctctttttgaatttttcaatttacatataattcacatacaat 

I I I I I III I I I M I I I I 

MUSBDS ctcaaaagaaataacaagtcgggtgtggtggtgcacacctttaatcccagcactcgggag 



SBDS aaatttcacactcataaagtatgtacactttaagtggtatattaacaaagttttggaacc 

in iiiiiiiiiiii i mi iiimiiminiiininnminn mm 

SBDSP aaatttcacactcataaagtgtgtacactttaagtggtatattaacaaagtttgggaacc 

i i n n. . i . i i n 

MUSBDS gcagaggcaggcgaatttctgagttggaggccagcctgagttccaggacagccagggcta 



SBDS ttccctgctacctggttcgagaacattttcatcaccacaaaaagaaagtcagtatccatt 

mmmimim mmminmmmnmniimmimn 

SBDSP ttccctgctacctggtttgagaacattttcatcaccacaaaaagaaagtcagtatccatt 

II I III II II I I I I Mill Ml I I I 

MUSBDS tacagagaaaccctgtctcgaaaaaccaaaaaaaaaaaaaaaaaaaaaaaaagaaggaag 
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SBDS agtagccatcccccattttccccccacaggcccctcccaaccactaatctcctctcgtta 

mill iiimiimiiimiiiiiim iiiiiiiiiniiiiiiii iiiiii 

SBDSP agtagctatcccccattttccccccacaggcccttcccaaccactaatctcctgtcgtta 

i ii i ii i i i i i i i 

MUSBDS aaagaaagaaagcaagcaagcaagcaagcgagcaatggtgtttcacagcacgaagtatag 



SBDS tqaacttctcaattctggacatttGatataaatggaatcatacaatatgtggccttttca 

mini iiiiiimmiimiiiimiiiiiiiiiiiimi imiiiiiii 

SBDSP tggacttgtcaattctggacatttcatataaatggaatcatacaatatatggccttttca 

I i i ii i ill iiiini ^ 

MUSBDS tatgacccatataactaacagcctgcctgagttattactgcttaggcagtggcctgactt 



SBDS tagttcatacatgttgtaacctgcatcagcatgtcatttcttttttatgccggaataata 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllll! 

SBDSP gggttcatacatgttgtaacctgcatcagcatgtcatttcttttttatgccggaataata 

i 1 1 1 1 1 i i in i i i 1 1 i 

MUSBDS agacctgatcatgtacgtccagaaaaggcctggtggaaaactggaaggagccagagaaga 



SBDS gcccactgtacggaaagaaacacattttgttcattcatctatcagttgatagacattggg 

iiimiiimiiii inn miiiiiiiiiiii mmiimmiiiiiii 

SBDSP gcccactgtacggaaaaaaacatattttgttcattcatttatcagttgatagacattggg 

III II I I II I III 

MUSBDS acctccatacacaagaactctgggcaacctcagaactactcatgtccattccacaaccca 



SBDS ttgctttcacttttgagctatgatgagcaatgctgctataaaatttcttgtatgtttctg 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiimiiiiiiiiiiiii ii 

SBDSP ttgctttcacttttgagctatgatgagcaatgctgctataaaatttcttgtatgtttttg 

i i I i ill 

MUSBDS accaggggcttctctgtacagggaacaagcacaggagagtcatcaagggactaacgagct 



SBDS tgtagacatatgttttcatttctgtatacctggtgactaccaaacctatttctaaaacag 

milium iimiiiimmiiim iiiiiiiiiiiniiiiiiiiiiiii 

SBDSP ; tgtagacatatattttcatttctgtatacctggggactaccaaacctatttctaaaacag 

II I I I I IIIIII 

MUSBDS cacatcgaccacctgtgcactgttcccctctccataaacctcagattgcacaagctcagc 



SBDS ctgcaccattttactttaccaccatcagtgtttaagagttcagtttctccacatcctcag 

miiimimi 1 1 1 1 1 1 1 1 1 in 1 1 i 1 1 1 i i i 1 1 1 i 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

SBDSP ctgcaccattttacattaccaccaacagcgtttaagagttcagtttctccacatcctcag 

III I III Mill I I I I II I M 
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ccccgtctcctccacatccagctgccagtgactgacgctgcctgcgggtcagtggcagag 



taatacttgtcattgtctgcctttttgatgatggccatcctggtggtatcttgtcgtggt 

1 1 III II III 1 1 II 1 1 II I MINI I MM MM III II I III II III MINI 1 1 II 

taatacttgtcattgtctgtctttttgatgatggccatcctggtggtatcttgtcgtcgt 

I" -I" "I" II II III III I II I" 

gtgccaaggcaaaggcctgtgaggaccttactgtgtatcactaggcgtcccagcactctg 



tttgatttgcatttccttaatgatgatttgagcatatttccatgtgcttattggtgcctc 

ii iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiin 

tttgatttgcatttccttaataatgatttgagcatatttccatgtgcttattggtgcctc 

III I Ml I II I I I I I I I III 

gatgactgttattagactttcagggaagccactagttcttctacccagtgacagcttctc 



gtctgtcttcttttgagaaatctctgttcaggttctttgccc a c-c-c 

1 1 1 1 1 M I III III MM III Mill MM MM Mill II I I I 

gtctgtctgcttttgagaaatctctgttcaggttctttgccccctttttattcfccgctct 

~ * i M" i ii i 

aggcacgggtgtccacagagtgggaagggccttgctggacggctggtgggaagctctggg 



— c-ccc c gc c-c—tct t-tttgcaaactctgcctcccgga 

I Ml I II II III I II Mill Mill MM 

gtcacccagactagagtgcagtggcgcgatctcggctcattgcaaactctgcctcccgga 

in in in 

ccattttcccaaggagcatgtctctgctctcaccactgttagaattactgtgaactcagc 



ttcaagcaattctcctgcctcagcctcttgagtagctgggattacaggcgtgcactacca 

MMMIIIIIll I II MMMIIIIIIMI llllllll I I II MM II I 1 1 1 1 1 1 

ttcaagcaattctcctgcctcagcctcttgagtagctggtactacaggcgtgtgctacca 

i n mi ii i i hi i i i 

tatgggctcaggtcctcaaggttcatggcttaaaacagggttggcttagaagtctccgag 



cacccggctaatttttctttttttgtatttttagtggagacggggtttcaccatgttggc 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II I II I M 1 1 M I MIIIIIMIIMIIIIMIMM 

cacccggctaatttttctttttttgtatttttagtagagacggggtttcaccatgttggc 

I II I II I I I I I II I II 

gccaacaaaaagacattttgtctgttctagagatgtacgaaattcccaccgcacacattt 



caggctggtctcgaattcctgaccttgtgatgcacccgcctcggcctcccaaagtgctgg 

llllllllillllllll IIIIIIIIIMIMMIIIIIIMIIIIIIIII IMIMIII 

caggctggtctcgaatttctgaccttgtgatgcacccgcctcggcctcccaaagtgctgg 

I I II I I I II II I I 

tcttgcttttagagagctgaggacagcccaggtcctcgtgcatgctgggtagttgcttca 
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SDCR9x4seqB 

SBDS aathacaQacatqaQGGaccacacct aqccttcactttcttcatagt tbtttqaaacaca 

nil- iiiiiiiiiiiiiiiiiiiiiiiiniiiniiiiiiii mi ii in ii i ii 

SBDSP gattagaggcgtgagccaccacacctggccttcactttcttcataattttttgaaacaca 

i i i 1 1 1 i mi n. 

MUSBDS * " ccactgaactgagtcccagcctttaacgttgctttctgccgaagcaaaaattattttttt 



SBDS aaagcttttcttcttgataagtccaatttttctattttttttttaacggtcacttatgtt 

iiiiiiiniiniiinniniiniiniii iiiiiiiiniiiiiiininiii 

SBDSP aaagcttttcttcttgataagtccaatttttcta-tttttttttaacggtcacttatgtt 

III I I I I I I I I I I I I II I 

MUSBDS ttccatttcacaaaatgagacactagctcattttttaggtatttctaggattgctggtac 



SBDS cttaatgttatacctaagaaaccattacctaatccaactacatggaaactactttgtttt 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

SBDSP cttaatgttatacctaagaaaccattacctaatccaactacatggaaactactttgtttt 

III II I II II I II .Mil 

MUSBDS cttggctgtaaaactgctggcataaggcagctatgtggaaactgctttgttcatgtctaa 



460 



SBDS tgaaaaccttatgaaataatatagtagaagaaattgcattctcgattttgtcttggtagG 

niiiniinniiiiniiiiiiniininniiinniiiiiniiniiini 

SBDSP tgaaaaccttatgaaataatatagtagaagaaattgcattctcgattttgtcttggtagg 

I i ii i i i i in n ii n i in 

MUSBDS catataaatttgtgcagcacaaaaactaagtaacgagcaccccttgttctgtcttaaagG 



LEV 



KQLKEKMKIERAHMR 



SBDS CTTTGGAAGTGATAAAGCAGTTAAAAGAGAAAATGAAGATAGAACGTGCTCACATGAGGC 

iiiinniiiiininniiiininnininiiiiiniiiiiniininii 

SBDSP ctttggaagtgataaagcagttaaaagagaaaatgaagatagaacgtgctcacatgaggc 

iiiiniiniiiniiiii i iinini niinniii ii n iiiiii i 

MUSBDS CTTTGGAAGTGATAAAGGAGCTGAAAGAGAAGATGAAGATAGAGCGGGCCCACATGCGAT 



E V 



K Q 



KEKMKIERAHMR 



F 



V N E 



K K 



K E K 



K P 



SBDS TTCGGTTCATCCTTCCAGTCAATGAAGGCAAGAAGCTGAAAGAAAAGCTCAAGCCACTGA 

III MINI II lllllll lllllllllllllllllllllll IIIIIMIIMI II Ml 

SBDSP ttcagttcatccttccagtgaatgaaggcaagaagctgaaagaaaagctcaagccactga 

i ii ininn inn n inn iniinnii n inn minimi 

MUSBDS TGCGCTTCATCCTGCCAGTGAACGAAGGGAAGAAGCTGAAGGAGAAGCTGAAGCCACTGA 
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LRFILPVNEGKKIiKEKLKPL 



K V I 



S 



Q Q 



624 
I 

I 



SBDS TCAAGGTCATAGAAAGTGAAGATTATGGCCAAC^TTAGAAATCgtaagagtcaaatatt 

III II II I III I I II I I I MM III Ml III I I I I II I II I III INI I III I II I I II 
SBDSP tcaaggtcatagaaagtaaagattatggccaacagttagaaatcgtaagagtcaaatatt 

I Mill I II Mill II II 1 1 1 1 III I II MINIM I 

MUSBDS TGAAGGTGGTGGAGAGTGAGGACTACAGCCAGCAGCTGGAGATCgtaagatgatggtggc 



M 



V E 



E D 



S Q Q 



SBDS ttctttgcttcatgttacctaaafcattgtattctctagtaataaatttgtagcaaacatt 

MIMMMMIMMMMIIMM I MIMMIIIMM IMIIIMIIMM I III 

SBDSP ttctttgettcatgttacctaaatattgtattctctagtaataaatttgtagcaaacatfc 

I i M ~ I " mi II i M 

MUSBDS ggggagcaggtggcgcagccaaggtcccatgattatgaccttaacacattattattcttg 



Primer J (SDCR9x4CR) 

SBDS tag atgttqtaaac-qtcagatattttc 

in Hiliiii 1 1 1 1 1 1 1 1 1 i 1 1 1 

SBDSP cagacattgtaaacagtcagatattttc 

I Ml I II III 

MUSBDS gcttccttctacccaaatagcctcgttc 



SBDS Exon 5: 

Primer K (SDCR9x5CF) -> 
SBDS tccactqtaqatqtgaactaactca tctqacactacttqaacrttctaaaatctttqcaaa 

Ml III II MM 1 1 Ml M ill I I M 1 1 [ 1 1 1 1 11 1 1 1 1 II 1 1 M 1 1 1 M I 

SBDSP tccactgtagatgtgaactaacccatctgacactacttgaagttctaaaatcfcttgcaaa 

i ii i I i i i i i i 

MUSBDS gtatactgtggctgtcttcagacacagcagaaggcatcggatcccattacagatggttgt 



SBDS actcftacacatgggccaggcacagtggctcgtgcctgtaatcccagcactttgggaggcc 

1 1 1 1 1 1 1 1 1 MIMIIMIMIIIMI II I I ! 1 1 1 1 1 1 1 1 1 ) 1 1 ! I i 1 1 1 1 1 1 I 1 1 1 

SBDSP actgtacacgtgggccaggcacagtggctcatacctgtaatcccagcactttgggaggcc 

ii 1 1 1 1 i i n ii i 

MUSBDS gagccacttgtggttgctgggaattgagctcagaacctctggaagagcagccagtgctga 



SBDS 



aaggtgagcagataacatggtgaaaccctatctctactaaaaatacaaaaaataagccag 

III llllllilllll lllllllllll II MM Ml II 1 1 llllll MM III I II I 
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gaggcgagcagataacacggtgaaaccctgtctctactaaaaatacaaaaaataagccag 

i i i i i i i i it i 

gcatctctacagcctctgaacccagggtcttgatgctaagcagtgctcactctcagtatg 



SBDS gtgtggtggtggg-ttcctgtaatccca'gtttcttgggaggctgaggcaggagaatcact 

lllllllllllll I Ill-Mill III 1 1 II II III I II I II III I II I II INI II 

SBDSP gtgtggtggtgggcgt-ctgtaatcccagtgtcttgggaggccgaggcaggagaatcact 

hi mi i i i 

MUSBDS agctgcagcactggccaggtgagtcttcaagggtgtcttaatcaggcttttactgctgtg 



SBDS tgaacctgggaggcggaggctgcagtgagccaagatcacaccactgcactctatctc-aa 

lllllllllllll iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiinii ii 

SBDSP tgaacctgggaggtggaggctgcagtgagccaagatcacaccactgcactctatctcaaa 

I lll 'l MM II I I II 

MUSBDS aacagacaccaggaccaatgcaagtcttataaagaacaacatttagttgagtctggctta 



SBDS aaaaaaat--aa-attaacatacacatggtgtctacataagtcttcacattgctttttct 

llllllll II I II! II I II Ml III I II II II MMIIMIIIIIII IIIIM 

SBDSP aaaaaaataaaacaaaaacatacacatggtgtctacgtaagtcttcacattgctttttct 

I i i i i n i i i 

MUSBDS caggttcagaggttcagtccattatcaaggtgggagcatggtagtatccaggtgggaatg 



SBDS ccttcatacgtggaggtgactttactgagctataaaatgtaatgctaaattttagtatga 

II IIIIM IIMIIIIIIIIIIMIIIIIIIIIIIIMI MIIIIIIIIIIIM IIIIM 

SBDSP ccttcatacgtggaggtgactttactgagctataaaatgtaatgctaaattttagtatga 

mi in n i i i ii 

MUSBDS atacaggaggggctgagagttcgacatcttcatctgaaggctgctagcagaatactgact 



SBDS gaagaatcagagttttctagtttgtcccttccatttacagctgaagaatcagaataagtg 

M I Mill MMMMMMIMIIIIIIII llllllll II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

SBDSP gaagaatcagagttttctagtttgtcccttccatttacagcggaagaatcagaataagtg 

i i i i ii ii ii i i i in i 

MUSBDS. tcgaggctgttaggatgagggtcttaaagcctatgaccacagggacacaccttctaatag 



SBDS tttaaacatagggattaatgccttgtcacagggggctacatggacacttgagggcagagg 

M MIIIIIIIMI lllllllllllllllllllllllll Mill MIIIIIIIIIIIM 

SBDSP tttaaacatagggattaatgccttgtcacagggggctacatggatacttgagggcagagg 

mi ii i i i i i i i in 

MUSBDS. tgtcactccccgggctgagcatatacaaaccgtaacacgggataagtgcctttcccaaag 



WO 2004/020658 



19/22 



PCT/CA2003/001320 



SBDS ctaaactggaacccagtgtgccgccctacccattgtcttatctattgcaccatagaactg 

II IIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIMIIIMIIIII IIIIIIIMII 

SBDSP ctgaactggaacccagtgtgccgccctacccattgtcttatctattgcaccatagaactg 

mi i i i i i i 

MUSBDS tccaacagtaggtgcttagaatcgagacagaaccccaggcccagcctgctgccctggcct 



SDCR9x5Pseq -> 

SBDS tqgtattattagacratctqaacaqcattcrt acttacctcaaacraaaqtfc aaaqctaacrbt 

iiiiiiii in i ii ii i iiiiiiii i in it Mm i in iiiiiiii inn 

SBDSP tggtatta gagatctggacagcattgtgcttgcctcaaag ttaaagctgagtt 

i i i n i in i i i i i i i in i ii 

MUSBDS ccatgtgagcagcacctagaacacagtcatagatctgccctgagcattcaaactgggctt 

625 
I 

V C 

SBDS tattctgtgtcttgctcatcctcatgtggtaatctgctacgttaaatgtttcagGTATGT 

Mill IIIIIMIII llllllllll llllll IIIIIIIIIMIIMI IIIIIMIIII 

SBDSP tattctgtgtcttgctcatcctcatttggtaaactgctacgttaaatgtttcaggtatgt 

i " in mi n in ii i in 1 1 1 1 n mil ii 

MUSBDS attcfcgtgccgatgcccatcttcccttggaaaccagctgtgttactcattgcagGTGTGC 



V C 



750 



D P G 



R E 



E L 



K K E . T K G 



SBDS CTGATTGACCCGGGCTGCTTCCGAGAAATTGATGAGCTAATAAAAAAGGAAACTAAAGGC 

MINIMI M1IIIIM IIIIIIII llllll 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 !l llllll 

SBDSP ctgattgacctgggctgcttccgagaaattgatgagctaataaaaaaggaaaccaaaggc 

II II Mill II INI III 1 1 II II I III! II III IIIIIIIMII I III llllll 

MUSBDS CTCATCGACCCAGGCTGCTTCAGAGAAATTGATGAGCTAATAAAAAAGGAAACGAAAGGC 



R E 



E L 



K E 



K G 



K G S 



V 



N 



D V E E G 



E 



E 



SBDS AAAGGTTCTTTGGAAGTACTCAATCTGAAAGATGTAG7\AGAAGGAGATGAGAAATTTGAA 

IIMIIIIIIIIIMMIIIIIIIIIIIIIIII I 1 1 1 1 HI 1 1 ! 1 1 ! I I III IN ! 1 1 

SBDSP aaaggttctttggaagtactcaatctgaaagattt-gaagaaggagatgagaaatttgaa 

I llllll 1 1 1 1 1 1 1 MM MUM II II II Mill IIIIIIII llllll 

MUSBDS AGGGGTTCTCTGGAAGTGCTCAGTCTGAAGGACGTGGAGGAAGGCGATGAGAAGTTTGAA 



R G S 



VLSLKDVEEGDE 



F 



SBDS tgacacccatcaatctcttcacctctaaaacactaaagtgtttccgtttccgacggcacfc 

1 1 1 1 1 1 1 1 1 1 1 1 III Ml 1 1 IIMI! II I III 1 1 III Mill 1 1 1 1 1 1 1 II Kill 

SBDSP tgacacccatcagtctcttcacctctaaaacactaaagtgttttcgtttccaacagcact 
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1 1 1 1 1 1 1 I MINI 1 II I I I I I I I 

TGAcaccgcccggctcctcaactggagcacgaccgaggacgcttgttcctcacagcagca 



SBDS gtttcatgtctgtggtctgccaaatacttgcttaaactatttgacattttctatctttgt 

1 1 1 1 [ 1 1 M 1 1 k 1 { I [ 1 1 ! 1 1 ! 1 1 1 ] 1 1 1 1 1 1 i 1 1 L 1 1 1 ! 1 1 1 1 1 ! 1 1 1 1 1 1 1 [ 1 1 [ 1 1 

SBDSP gtttcatgtctgtggtctgccaaatacttgctcaaactatttgacattttctatctttgt 

i I I ii i in' I in i I in 

MUSBDS gctcgttctgtgacctgccaaacgccctgctcacgcgacgtgccactttccatcttgtgt 



SBDS gttaacagtggacacagcaaggctttcctacataagtataataatgtgggaatgafcttgg 

1 1 II Ml IMIIII 1 1 1 MM! II I MM MIIIMII 1 1 1 II 1 1 1 III! II II I Mill 

SBDSP gttaacagtggacacagcaaggctttcctacataagtataataatgtgggaatgatttgg 

I I n i i I I I I i i i 

MUSBDS taaacatttacccaggtacctgggtatttttgttgtcaattggggtttccagcaaaaatg 



SBDS ttttaattataaactqcrggtctaaatcctaaaqcaaaattqaaactcc aacratcrcaaacrt 

1 1 1 1 j 1 1 1 1 1 1 1 j i ; 1 1 r 1 1 1 1 r 1 1 1 1 1 1 [ 1 1 1 1 1 f 1 1 1 1 1 1 ] 1 1 1 !/ 1 i m 1 1 1 1 1 i 

SBDSP ttttaattataaactggggtctaaatcctaaagcaaaattgaaactccaggatgcaaaat 

i n i i 

MUSBDS aaaaataacctaaaatacagagtccagaacagctgctcactgctgcgtcfcgcctttctag 



SBDS 



SBDSP 



MUSBDS 



Primers L/R (RTSDCR95R/SDCR9x5BR) 

ccagagtggcattttgctactctgtctcatgccttgatagctttccaaaatgaaagttac 

1 1 n 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 

ccagagtggcattttgctactctgtctcatgccttgatagctttccaaaatgaaagttac 

ii ii i i i i ~ i i i 

ttccaggggaccagagacagcattggtggataagaaggtagagttagtccatgacagatc. 



SBDS ttgaggcagctcttgtgggtgaaaagttatttgtacagtagagtaagattattaggggta 

I IMMMIMIMMMIIIIMIMI 1 1 IMIIMI I IMIIMMI I II I II III 

SBDSP ttgaggcagctcttgtgggtgaaaagttttttgtacagtagagtaagattattaggggta 

I I II I Mil I I I I I I III 

MUSBDS attggagaggggtctgaataacaaagggggtacgcctgctggaaagaagatggggtgttt 



SBDS tgtctatacaacaaaagggggggtctttcctaaaaaagaaaacatatgatgcttcatttc 

1 1 ] 1 1 1 1 1 1 1 1 1 1 1 1 ! Mill! MIMM I Mill 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

SBDSP tgtctatacgacaaaa-ggggggtctttcctaaaaaagaaaac--atgatgcttcatttc 

i n ii i i i i i n 

MUSBDS ctgaataatgaagtgcaggtatggggtgtgagcatggagagaagagttcctgggtccctc 
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SBDS tacttaatggaacttgtgttctgagggtcattatggtatcgtaatgtaaagcttggatga 

MM II III ill II III I III I I II II MIMII INI 1 1 II I II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

SBDSP tacttaatggaacttgtgttctgagggtcattatggtatcgtaatataaagcttggatga 

ii i ii ii in I i i 

MUSBDS ccaatagatttataatgactagggagaatttgactttctaattttcaaccaacatgctac 



SBDS tgttcctgattatctgagaaacagatatagaaaaattgtgccggac-t tacctttca 

1 1 1 1 1 1 i 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 Mill I II llll 

SBDSP tgttcctgattatctgagaaacagatatagaaaaattgtgtcggacttaaataattttcg 

"Mill I I I I I I I llll 

MCJSBDS caaaactgacttagattattcttgggaaaatatatacagtcatttaatactaattcttaa 



SBDS ttgaacatgctgccataacttagattattcttggttaaaaaataaaagtcacttatttct 

III MINI III I llll I MINI I MINI MINIM ill MINIM I II III I III 

SBDSP ' ttgaacatgctgccataacttagattattcttggttaaaaaataaaagtcacttatttct 

i ii i ii i.i ii ii ii i i in 

MUSBDS aggtttataatatatgttagtatagttaaaattctatgtaatcaataaaacttattttta 



site) 
SBDS 
SBDSP 
MUSBDS 



( polyadenyl at i on 



aattcttaaagtttataatatatattaatatagctaaaattgtatgtaatcaataaaacc 

1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 

aattcttaaagtttataatatatattaatatagctaaaattgtatgtaatcaataaaacc 



(end of human transcript, mRNA of 1605nt) 

l 

SBDS actcttatgtttattaaactatggcttgtgtttctagacaacttcctaactccctttctt 

1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 ! 1 1 1 M 1 1 M 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 

SBDSP actcttatgtttattaaactatggcttgtgtttctagacaacttcctaactccctttctt 



SBDS 
SBDSP 



ttctc 

Ml ll 

ttctc 



